
  

Copy BAT and PS1 script files

Instrument PCs
Anakin (BIH)

Animal (MDC)
Beaker (MDC)
C3PO (BIH)

Gonzo (MDC)
Statler (BIH)

D:\raw_data\ or D:\data\

DATE_USER_SPECIES_SAMPLENAME.raw

Name according to Selbach nomenclature! [3]

Analysis PCs
Death Star

Endor
MacGyver
MacQuant

YOUR_PROJECT\
*.raw, *.md5

 combined\txt\

Rename txt folders as follows (several possible):
combined\YYYYMMDD_RESULTNAME\

(Optional: Include mgpar.xml file)

SODAR[1]

(System for Omics Data Access and Retrieval)

Project
Consult with Mathias Kuhring to set up a project

R:\store\YYYYMM
(\\omics-file1.bihealth.org\bih-prot-raw-data)

Q:\incoming\ZONENAME_DATE_TIME
(\\omics-file1.bihealth.org\bih-prot-quant-data)

Assay Data

Raw Data
MaxQuant Results

Landing Zone
ZONENAME_DATE_TIME

(Assay-specific zone name)

BIH Proteomics Data Transfer - Quick Reference

Check [2] for a manual style description and more
background information. 

[1] https://sodar.bihealth.org/
[2] https://sodar.bihealth.org/manual/data_transfer_bih_prot.html
[3] https://selbachsrv.mdc-berlin.net/wiki/index.php/Sample_name_nomenclature
* Consult with Mathias Kuhring if files are not transfered or corrupted (be patient with big data, transfer and validation may take some time)

Create Landing Zone
1) Click Landing Zones
2) Click Zone Operations
3) Click Create Zone
4) Select target assay
5) Select configuration

BIH Proteomics SMB Server (!)

Validate Landing Zone
1) Click Landing Zones
2) Review Zone data via Links
3) Click gear button
4) Click Validate and Move
5) Confirm

temporary storage

permanent storage

Copy RAW and MD5(!) files
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Run BAT script*

project management

Small Files
Max. 10 MB per file

Local PCs/Macs
Reports, Excel sheets, R scripts, figures, ...

Copy txt files

Upload for 
sharing

Upload results for sharing
1) Click Small Files
2) Use File Operation

To be discussed
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